	id
	site
	distance
	identity
	comments

	HAT5_ARATH
	nucl
	197.438
	27.2059%
	[Uniprot] SWISS-PROT45:Nuclear.

	At3g26744.1
	nucl
	223.08
	12.9555%
	[Arath]

	HFR1_ARATH
	nucl
	245.111
	12.6712%
	[Uniprot] SWISS-PROT45:Nuclear.

	AG_TOBAC
	nucl
	247.752
	10%
	[Uniprot] SWISS-PROT45:Nuclear.

	HY5_ARATH
	nucl
	250.134
	14.876%
	[Arath] [Uniprot] SWISS-PROT45:Nuclear. Evidence:IDA Pubmed:9367981,9596629

	PIF4_ARATH
	nucl
	251.383
	11.3953%
	[Arath] [Uniprot] SWISS-PROT45:Nuclear. Evidence:IDA Pubmed:12006496

	PRH_PETCR
	nucl
	254.154
	7.35294%
	[Uniprot] SWISS-PROT45:Nuclear.

	SR14_ARATH
	cyto
	254.632
	13.2231%
	[Uniprot] SWISS-PROT45:Cytoplasmic.

	At3g47690.1
	cysk
	255.141
	12.3188%
	[Arath] sequence changed in 2004

	TGAA_TOBAC
	nucl
	260.622
	15.5989%
	[Uniprot] SWISS-PROT45:Nuclear.

	AG_ARATH
	nucl
	263.055
	10.2767%
	[Uniprot] SWISS-PROT45:Nuclear.

	AGL5_ARATH
	nucl
	271.408
	12.4%
	[Uniprot] SWISS-PROT45:Nuclear.

	AGL1_ARATH
	nucl
	272.891
	10.4839%
	[Uniprot] SWISS-PROT45:Nuclear.

	AG_BRANA
	nucl
	275.874
	10.2767%
	[Uniprot] SWISS-PROT45:Nuclear.


Table S3. Predicted subcellular localization of CaATHB-12 based on online tools.
